. Analysis of the dispersion pattern of residuals for models no. 5 (A) and no. 3 (B). Residuals = the difference between predicted leaf areas (PLA) estimated by model no. 3 or no. 5 (with coefficients obtained from pooled data from 5 basil cultivars, see Table 1 for more details) vs. the observed leaf area of basil 'Lettuce Leaf' cultivar. In each plot, the horizontal dash-dotted line represents the zero residual line, whereas the two horizontal dashed lines are the limits of agreement, calculated as d ± 3 SD (where d is the mean of the differences, and SD is the standard deviation of the differences). Figure S2 . Analysis of dispersion pattern of residuals for models no. 5 (A) and no. 3 (B). Residuals = the difference between predicted leaf areas (PLA) estimated by model no. 3 or no. 5 (with coefficients obtained from pooled data from 4 mint cultivars, see Table 1 for more details) vs. the observed leaf area of mint 'Comune' cultivar. In each plot, the horizontal dash-dotted solid line represents the zero residual line, whereas the two horizontal dashed lines are the limits of agreement, calculated as d ± 3 SD; (where d is the mean of the differences, and SD is the standard deviation of the differences). Figure S3 . Analysis of dispersion pattern of residuals for models no. 5 (A) and no. 3 (B) are shown in the insets. Residuals = the difference between predicted leaf areas (PLA) estimated by model no. 3 or no. 5 (with coefficients obtained from pooled data from 5 sage cultivars, see Table 1 for more details) vs. the observed leaf area of sage 'Comune' cultivar. In each plot, the horizontal dash-dotted solid line represents the zero residual line, whereas the two horizontal dashed lines are the limits of agreement, calculated as d ± 3 SD; (where d is the mean of the differences, and SD is the standard deviation of the differences).
